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Supplementary Files

Supplementary Table T1. The derived values of five physicochemical properties of 20 AAs [2].

Amino Acid Irreplaceability Rigidity Flexibility Hydrophilicity Hydrophobicity
A 0.52 -1.33 -3.10 -0.50 0.62
C 1.12 -1.51 0.95 -1.00 0.29
D 0.77 -0.20 0.42 3.00 -0.90
E 0.76 -0.36 2.00 3.00 -0.74
F 0.86 2.87 -0.46 -2.50 1.19
G 0.56 -1.09 -2.74 0.00 0.48
H 0.94 2.26 -0.22 -0.50 -0.04
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Supplementary Table T2. The residue pairwise content energy matrix (RCEM) properties [1].

A
A | -1.65
Cc  -283
D 1.16
E 1.8
F -373
G  -041
H 1.9
I -3.69
K 049
L  -3.01
M -2.08
N 0.66
P 1.54
Q 1.2
R 0.98
S -0.08
T 0.46
vV 231
W 032

Y 462
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